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Supplementary Figure 7. Phylogenetic tree represemy the Alphaproteobacteria and
Epsilonproteobacteria 16S rRNA gene phylotypesThe tree was constructed using the neighbor
joining method. Bootstrap values <50% are not shd@lane libraries are distinguished by various
markers and colors: 2008 (in red), 2010 A in green) and 20118(in blue). After each OTU name
is indicated the number of clonesretrigved fos AITU. Scale bar, number of substitution per site.
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